RAW SEQUM CEJU^IING 
FRROR REPORT 




03 



form: 

0"1 liijAll 



Application Serial Number 
5 Source. 



, , crrr* Oil 
Date Processed by b 1 l<- . ^— 



THE ATTACHED PRINTOUT ™^oS TO SI^SS't BY EITHER: 

0 FOR N cTs E JS. C sToNQ V UEST 1 0,S, PLEASE CONTACT MARK SPENCER, ,03-30^,, 

S EORSE Q CENCERUUS,NTERPRET^^ 

^^tZotS^bsite. see below. 



Checker Version 3.0 

, rt i- M ,;«„ i« a state-of the-art Windows based software program 
The Checker Vers.on 3.0 apphcat.on ,s a . o the a . w ^ m 

employing a logical and i«t«.uvc usc^c rf^ cW * c ^ ^ Us . ngs 

compliance with format and conlC " ™J e i^, g^, _ , 825 effective October 1, 1990 (old 
generated for the original vers.on of 37 U K _S . as Wodd , ntcllectua i 

mlcs) and the revised version (new ^effective July 

Property Organization (WlPO) Standard ST25_ of checker, and is Y2K- 

Checker Version 3.0 replaces the P^^'^^jXii in Computer Readable form 
compliant. Checker allows pubhc users ^ c ^^^V^ cm ark Office (USPTO). 
(CRF) before submitting them to the Un. ted States Paten ^ ^ ^ 

Use of Checker prior to filing the sequence listing is cxpec 
listings, thus saving time and money. 

, v , o can be dovvnlMdedimr,^^ 



lUw Sequence Listing Error Summary 



roPOR DETECTED 

ATTN: NEW RULES CASES: 

1 Wrapped Nucleic* 

Wrapped Aminos 



• 2 ^Invalid Line length 

3 Misaligned Amino 

Numbering 

4 Non-ASCII 



Variable Length- 



6 Palcnlln 2.0 

"bug" 



7 Skipped Sequences 

(OLD RULES) 



g Skipped Sequences 

(NEW RULES) 



9 V' Use of n's or Xaa't 

(NEW RULES) 



10 



Invalid <213> 
Response 

Useof<220> 



12 



13 



Palcnlln 2.0 
"bug" 



Misuse of n 



. , . t: M » m0 oc<r down to the next line. J>,U m-y occur if your file 

prevent "wrapping." 

m require .ha, • &» 72 cha^Ccn i» IcngthV 1* inc.ude, white .paces. 

use space characters, instead. 

- -a « A<ritfDOS>lexL as required by the Sequence Rules. Please 

sequencers) __• Nonmtly. PatenUn ^ ^ ^ J0> . <J13> KCtlon t0 

pccvious.ycodednuclc^^^^ 
the subsequent amino »eid sequence, inu ir 
Artificial or Unknown aequenccs. 

,r- . nlease insert the following Unci for each skipped sequence 

Sequence.) missing. ^^f^Ol ,n NO what -X" u'.hown) 

(2) INFORMATION FOR SEQ I 'f^^^iSSttJ Sheadings under <hi. heading) 

This sequence is intentionally skipped 

Ple „e ..so adjust ihe TO NUMBER OF SEQUENCES:" response to tad-, the dipped sequences. 
Sequence^) nosing, .f.n.cnUona.. p.case insert the foUowing ,ines for each skipped sequen, 

<210> sequence id number 
<400> sequence id number 
000 

Use of n-. and/or X..'. have been detected ^^^y if n , „ x.a", are present 

i im <:*>n> resoonses arc: Unknown, Artificial Sequence, or 

is Artificial Sequence 

• the O20> "Feature" and associated numeric identifier » and responses. 
l^^r^^^^ of Sequence Ru,es 

ruasedonotuseXop^Dis^ 

- „ only U used ,o represent a .ing>e n-Ceotld. in a nudeic acid sequence. N i. not used to rcpre.< 
any value not fpecifically a nucleotide. 
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PCT09 



DATE: 09/20/2001 

RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/914,658 TIME: 12.36.43 

Input Set : A:\000520wo.app 

Output Set: N:\CRF3\09202001\l914658.raw 

6 viruses 

8 <130> FILE REFERENCE: 000 520wo/JH/ml 
C --> 10 <140> CURRENT APPLICATION NUMBER: US/09/914 , 658 
C--> 11 <141> CURRENT FILING DATE : 2001-08-31 

13 <160> NUMBER OF SEQ ID NOS : 26 

15 <170> SOFTWARE: Patentln Ver . 2.1 QoeS Not CompW 

Cotrs ,„d Diskette Needed 

ERRORED SEQUENCES gvtcC O^W^ 

732 <210> SEQ ID NO: 11 

733 <211> LENGTH: 12 

734 <212> TYPE: RNA ^ 

735 <213> ORGANISM: Influenza B virus [^f^' 

737 <400> SEQUENCE: 11 12 

E--> 7 38<^2^ CUUCUg CU 

798 <210> SEQ ID NO: 17 

799 <211> LENGTH: 13 

800 <212> TYPE: RNA 

801 <213> ORGANISM: Influenza B virus 

803 <400> SEQUENCE: 17 p rr ^ J 13 

E--> 804 aguagwaac^£nnV 

816 <210> SEQ ID NO: 19 

817 <211> LENGTH: 21 

818 <212> TYPE: RNA 

819 <213> ORGANISM: Influenza A virus 

821 <400> SEQUENCE^19 & +co+Z A 21 

E--> 822 aguagaaaca agrfnS^uu u 

838 <210> SEQ ID NOT— 21 
, 839 <211> LENGTH: 21 

840 <212> TYPE: RNA 

841 <213> ORGANISM: Influenza B virus 

843 <400> SEQUENCEj^I & ct t>C^ 21 

E--> 844 aguagwaaca j fennnn^ uuu u 



- r'ffi «> w "'■ 
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„„„ DATE: 09/20/2001 

VERIFICATION SUMMARY ^ ' ' 

PATENT APPLICATION: US/09/914,658 TIME. 12.36.44 



Input Set : A:\000520wo.app 

Output Set: N:\CRF3\09202001\l914658.raw 

t 1 n m-270 c- Current Application Number differs, Replaced Application Number 
t H m' 271 c': CuSnt Filing Date differs, Replaced Current Filing Date 
n »n« or "xaa" used • Feature required, for SEQ iuif.ix 

L L : .B04 M : 340 l! »n" or "Xaa" Ted: Feature retired for SEQ ID.:17 

i; 8 82 2 M:340 E: (46) "n" or "Xaa" ^i^^^^^SQ^itL 
L-.835 M:258 N: Mandatory Feature missing, <221> not found to u 
L:835 M:258 W: Mandatory Feature missing, <222> not found 10 
t-835 M-341 W- (46) "n" or "Xaa" used, for SEQ ID* : 20 

L.835 M.34± w. 1 ; Feature required, for SEQ ID#:21 

L:844 M:340 E: (46) "n or Xaa usea * ea ^ * f EQ ID#:2 3 

L:8 70 M:258 H: Mandatory Feature missing, <221> not found fo Q 

L-870 M:258 W: Mandatory Feature missing, <222> not touna 10 

L - :8 70 M:341 W: (46) "n" or "Xaa" used, fo r f!° ™*; 2 J 

L:883 M:258 W: Mandatory Feature missing, <221> not found to U 

L:883 M-.258 W: Mandatory Feature missing, <222> not found 

L :883 M-.341 W: (46) "n" or "Xaa" used, f or ?^ ™- 24 SEQ ID#:25 

L:8 96 M:258 W: Mandatory Feature missing, <221> not found fo U 

L:8 96 M:258 W: Mandatory Feature missing, <"2> not found tor 

L-896 M:341 W: (46) "n» or "Xaa" used, for SEQ ID#.25 
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